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Brain-inspired artificial intelligence

A HAE Development of brain-inspired artificial intelligence
(Project Title) systems

Al algorithm (vision models, multimodal deep learning
)\ Xﬂol' AT+ model, reservoir computing) development,
(Tralnlng Proposal Neuromorphic device development,
Work) Computational modeling/simulations of biophysical
gystems focusing on neural systems

About LAB:

The Laboratory of Computational Neurophysics (LCNP) at Korea Institute
of Science and Technology (KIST) is a group of researchers who use
theoretical methods combined with high-performance computing to
investigate the diverse biophysical phenomena, with an emphasis on the
information processing mechanism of the brain. The Lab operates
under the direction of Dr. Kyungreem Han.

Training contents:

+  Brain-inspired Al algorithm development and application

+  Development and application of Al algorithms incl. vision model,
multimodal deep learning model, and reservoir computing
Protein modeling using deep learning methods
Molecular dynamics simulations:
Lipid-protein interaction, Ion channel, and Free energy
calculation
Neuromorphic device/system/algorithm
Development of multiscale modeling/simulation methods for
biophysical systems: from quantum mechanical to physiological
level
Neural Information Theory
HPC (High Performance Computing)
Graph theory & Network analysis
Complex systems modeling:
Excitable cells (neuron and B-cell), Autophagy, and etc.

& MH /o W(Center) : -§87]& 1 (Center for brain technology)
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