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Traditional "One-Size—Fits—All" Approach Personalized Medicine Approach
All patients with the same Treatment strategy based on
diagnosis receive same treatment patient's unique genetic profile

Genetic Profile A :
Trageted Therapy

Genetic Profile B :

Srandard Therapy
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Human Genome Sequencing

Generating a Reference Generating a Person’s
Genome Sequence Genome Sequence

(e.g., Human Genome Project) (e.g., Circa ~2016)
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Break genome into
large fragments and
insert into clones
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